Introduction 1 3 8 nucleotide database using BLASTn (Altschul et al., 1997; Camacho et al., 2009) . Contigs that 1 3 9 did not align at the nucleotide level with an e-value less than 10 -8 were then used for a 1 4 0 translation-based search against protein sequences using the DIAMOND (Buchfink et al., 2015) . Contigs whose highest scoring alignments were to virus sequences were manually inspected in 1 4 2 Geneious v11 (Kearse et al., 2012) , and validated by mapping reads back to assemblies using 1 4 3 Bowtie2 as above. Approximately 8x10 6 cells of each cell line (Aag2, C6/36, Hsu and U4.4) were harvested by 1 4 7 scraping, equally divided into two separate tubes (one for RNA and one for DNA), and pelleted family Bunyaviridae, like PCLV identified in Aag2 and C6/36 cells, drastically alter cellular 3 0 1 mRNA levels through "cap-snatching" and viral suppressors of RNA interference have been 3 0 2 identified in numerous insect-specific viruses (Hopkins et al., 2013; van Cleef et al., 2011) . In infection of Aag2 cells (Zhang et al., 2017) . Conversely, others have found that these viruses can 3 0 6 interfere with arboviral replication (Goenaga et al., 2015) . Such findings suggest that the 3 0 7 persistent viral infections identified in this study could affect the outcomes of arbovirus 3 0 8 evolution and virus-vector interaction studies performed in these cell lines. Clearly defining 3 0 9 model systems is paramount to properly interpreting results generated in these systems. This 3 1 0 study better defines mosquito cell culture systems, the results from which can be used to improve 3 1 1 experimental design and interpretation of results. Health, National Institute of Allergy and Infectious Diseases (AI067380), and NIH/NCATS 3 1 8 (UL1 TR001082). The authors declare that they have no competing interests. References   3  2  9   A  l  t  s  c  h  u  l  ,  S  .  F  .  ,  M  a  d  d  e  n  ,  T  .  L  .  ,  S  c  h  a  f  f  e  r  ,  A  .  A  .  ,  Z  h  a  n  g  ,  J  .  ,  Z  h  a  n  g  ,  Z  .  ,  M  i  l  l  e  r  ,  W  .  ,  L  i  p  m  a  n  ,  D  .  J  .  ,  1  9  9  7  .  G  a  p  p  e  d  3  3  0  B  L  A  S  T  a  n  d  P  S  I  -B  L  A  S  T  :  a  n  e  w  g  e  n  e  r  a  t  i  o  n  o  f  p  r  o  t  e  i  n  d  a  t  a  b  a  s  e  s  e  a  r  c  h  p  r  o  g  r  a  m  s  .  N  u  c  l  e  i  c  A  c  i  d  s  R  e  s  2  5  ,  3  3  1  3  3  8  9  -3  4  0  2  .  3  3  2  B  a  n  k  e  v  i  c  h  ,  A  . , , r  o  d  u  c  t  i  o  n  o  f  V  i  r  u  s  -4  2  1  D  e  r  i  v  e  d  P  i  n  g  -P  o  n  g  -D  e  p  e  n  d  e  n  t  p  i  R  N  A  -l  i  k  e  S  m  a  l  l  R  N  A  s  i  n  t  h  e  M  o  su  i  t  o  S  o  m  a  .  P  L  o  S  P  a  t  h  o  g  8  ,  e  1  0  0  2  4  7  0  .  4  2  2  O  s  b  o  r  n  e  ,  J  .  C  .  ,  E  l  l  i  o  t  t  ,  R  .  M  .  ,  2  0  0  0  .  R  N  A  B  i  n  d  i  n  g  P  r  o  p  e  r  t  i  e  s  o  f  B  u  n  y  a  m  w  e  r  a  V  i  r  u  s  N  u  c  l  e  o  c  a  p  s  i  d  P  r  o  t  e  i  n  4  2  3  a  n  d  S  e  l  e  c  t  i  v  e  B  i  n  d  i  n  g  t  o  a  n  E  l  e  m  e  n  t  i  n  t  h  e  5  K  T  e  r  m  i  n  u  s  o  f  t  h  e  N  e  g  a  t  i  v  e  -S  e  n  s  e  S  S  e  g  m  e  n  t  .  J  V  i  r  o  l  7  4  ,  4  2 
